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ABSTRACT Interactions between leukocyte function-associated antigen-1 (LFA-1) with its cognate ligand, intercellular
adhesion molecule-1 (ICAM-1) play a crucial role in leukocyte adhesion. Because the cell and its adhesive components are
subject to external perturbation from the surrounding flow of blood, it is important to understand the binding properties of the
LFA-1/ICAM-1 interaction in both steady state and in the presence of an external pulling force. Here we report on atomic force
microscopy (AFM) measurements of the unbinding of LFA-1 from ICAM-1. The single molecule measurements revealed the
energy landscape corresponding to the dissociation of the LFA-1/ICAM-1 complex and provided the basis for defining the
energetic determinants of the complex at equilibrium and under the influence of an external force. The AFM force measure-
ments were performed in an experimental system consisting of an LFA-1-expressing T cell hybridoma, 3A9, attached to the
end of the AFM cantilever and an apposing surface expressing ICAM-1. In measurements covering three orders of magnitude
change in force loading rate, the LFA-1/ICAM-1 force spectrum (i.e., unbinding force versus loading rate) revealed a fast and
a slow loading regime that characterized a steep inner activation barrier and a wide outer activation barrier, respectively. The
addition of Mg2, a cofactor that stabilizes the LFA-1/ICAM-1 interaction, elevated the unbinding force of the complex in the
slow loading regime. In contrast, the presence of EDTA suppressed the inner barrier of the LFA-1/ICAM-1 complex. These
results suggest that the equilibrium dissociation constant of the LFA-1/ICAM-1 interaction is regulated by the energetics of
the outer activation barrier of the complex, while the ability of the complex to resist a pulling force is determined by the
divalent cation-dependent inner activation barrier.
INTRODUCTION
Integrins are  heterodimeric transmembrane adhesion
molecules, constitutively expressed in a wide variety of
cells (Hynes, 1992). They mediate cell adhesion by binding
to components of the extracellular matrix or to another cell
by binding to members of the immunoglobulin (Ig) super-
family (Springer, 1990). In the early 1980s, leukocyte func-
tion-associated antigen-1 (LFA-1; CD11a/CD18, L2) was
identified as the predominant integrin in leukocytes
(Sanchez-Madrid et al., 1983). The major ligand of LFA-1
in intercellular adhesion is intercellular adhesion mole-
cule-1 (ICAM-1; CD54), a cell surface glycoprotein con-
sisting of five extracellular Ig-like domains (Marlin and
Springer, 1987; Siu et al., 1989; Staunton et al., 1990). The
LFA-1/ICAM-1 interaction modulates several important
lymphocyte functions, including antigen presentation, lym-
phocyte extravasation, and cell migration (Dustin and
Springer, 1991; Springer, 1994).
The ICAM-1 binding site of LFA-1 has been localized to
an inserted domain, the L I domain, that projects from the
N-terminal seven-bladed -propeller domain of the  chain
(Larson et al., 1989; Springer, 1997). More specifically, the
predicted binding surface centered on a metal ion-dependent
adhesion site (MIDAS) motif of the L I domain (Lee et al.,
1995). A divalent cation (i.e., Mg2) facilitates ICAM-1
binding by coordinating with five amino acids of the MI-
DAS and glutamate 34 in the first Ig domain of ICAM-1
(Stanley and Hogg, 1998). The complete binding surface
covers an area of over 100 A˚ 2 that includes essential hy-
drophilic and hydrophobic amino acid residues (Bella et al.,
1998; Edwards et al., 1998; Huang and Springer, 1995; Qu
and Leahy, 1995).
Like most integrins, LFA-1 is expressed on the cell
surface in one of two affinity states (Diamond and Springer,
1994). Resting leukocytes express a form of LFA-1 that
binds to ICAM-1 with low affinity. Depending on the cell
type, LFA-1 is activated by different external signals. For T
lymphocytes, engagement of the T cell receptor results in a
cascade of intracellular processes that augment the affinity
of LFA-1 for ICAM-1 (Stewart et al., 1996). Changes in the
affinity state of LFA-1 can be artificially induced by extra-
cellular Mg2 or Mn2 (Ganpule et al., 1997; Stewart et al.,
1996). The activation of LFA-1 by Mg2 or Mn2 appears
to be a complex process that is initiated by the binding of
the divalent cation to the MIDAS of the I domain, fol-
lowed by the transduction of signal across the interchain
junction to the -propeller domain, which subsequently
induces the L I domain to expose its high-affinity binding
site for ICAM-1 (Lu et al., 2001).
The interaction between LFA-1 and ICAM-1 has been
characterized by measurements of its association rate, dis-
sociation rate, and equilibrium binding affinity (Lollo et al.,
1993; Lupher et al., 2001; Tominaga et al., 1998; Woska et
al., 1996). Estimates of the equilibrium dissociation con-
stant, Kd, for the low and high-affinity LFA-1/ICAM-1
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interactions are 6.7  105 M and 3.6  107 M, respec-
tively (Lollo et al., 1993). However, it is not well under-
stood how a change in the binding affinity translates into
changes in the mechanical strength of the LFA-1/ICAM-1
bond. Here, we report on the application of atomic force
microscopy (AFM) (Binnig et al., 1986; Heinz and Hoh,
1999) to determine the effects of a pulling force on the
off-rate of the LFA-1/ICAM-1 complex. Similar ap-
proaches, including the biomembrane force probe, have
been used to study the unbinding of streptavidin-biotin
complex, complementary strands of DNA, and other adhe-
sion systems (Florin et al., 1994; Lee et al., 1994a, b;
Merkel et al., 1999; Evans et al., 2001). These direct force
measurements have provided the means to probe the disso-
ciation pathway of the biomolecular complex (Willemsen et
al., 2000).
MATERIALS AND METHODS
Cells
The 3A9 cell line, the ICAM-1-expressing fibroblast line, FT16.II, and the
ICAM-1 deficient fibroblast cell line, FT16.6C5 (Kuhlman et al., 1991;
Lollo et al., 1993) were maintained in continuous culture in RPMI 1640
medium supplemented with 10% heat-inactivated fetal calf serum (Irvine
Scientific, Santa Ana, CA), penicillin (50 U/ml, Gibco BRL, Grand Island,
NY), and streptomycin (50 g/ml, GIBCO BRL), and were expanded on a
3-day cycle. The fibroblast cells were plated on a 35-mm tissue culture dish
at 10% confluency for measurements on the following day.
Attachment of cell to AFM cantilever
3A9 cells were attached to the AFM cantilever by concanavalin A (Con
A)-mediated linkages (Fig. 1). To prepare the con A-functionalized canti-
lever, the cantilevers were soaked in acetone for 5 min, UV-irradiated for
30 min, and incubated in biotinamidocaproyl-labeled bovine serum albu-
min (biotin-BSA, 0.5 mg/ml in 100 mM NaHCO3, pH 8.6; Sigma, St.
Louis, MO) overnight at 37°C. The cantilevers were then rinsed three times
with phosphate buffered saline (PBS, 10 mM PO4
3, 150 mM NaCl, pH
7.3) and incubated in streptavidin (0.5 mg/ml in PBS; Pierce, Rockford, IL)
for 10 min at room temperature. Following the removal of unbound
streptavidin, the cantilevers were incubated in biotinylated Con A (0.5
mg/ml in PBS; Sigma) and then rinsed with PBS. To attach the cell to the
cantilever, the tip of the Con A-functionalized cantilever was positioned
above the center of a cell and lowered onto the cell for 1 s. To obtain an
estimate of the strength of the cell-cantilever linkage, we allowed the
attached cell to interact with a substrate coated with Con A for 1 min. Upon
retraction of the cantilever, separation always (N  20) occurred between
the cell and the Con A-coated surface. The average force needed to induce
separation was 2 nN. These measurements, thus, revealed that the link-
ages supporting cell attachment to the cantilever are 2 nN and much
larger than the unbinding force of the individual LFA-1/ICAM-1 bond.
Immobilized ICAM-1
The center of a 35-mm tissue culture dish (Falcon 353001) was coated with
a soluble truncated form of murine ICAM-1 (sICAM-1) (Kuhlman et al.,
1991). sICAM-1 includes the first four extracellular immunoglobulin do-
mains and a portion of the fifth domain of ICAM-1, but lacks the trans-
membrane and cytoplasmic domains. sICAM-1 at 50 g/ml in PBS was
physioadsorbed overnight at 4°C. Unbound sICAM-1 was removed and
bovine albumin (Sigma) at 100 g/ml in PBS was used to block the
exposed surface of the dish.
AFM force measurements
The AFM force measurements were performed on an apparatus designed to
be operated in the force spectroscopy mode (Benoit et al., 2000; Heinz and
Hoh, 1999; Willemsen et al., 2000). A 3A9 cell was attached to the end of
the AFM cantilever as described above. A piezoelectric translator was used
to lower the cantilever/cell onto the sample, either an ICAM-1 coated dish
or a fibroblast cell. The interaction between the attached 3A9 cell and the
sample was given by the deflection of the cantilever, which was measured
by reflecting a laser beam off the cantilever into a position sensitive two
segment photodiode detector. AFM cantilevers were purchased from TM
Microscopes (Sunnyvale, CA). The largest triangular cantilever (320 m
long and 22 m wide) from a set of five on the cantilever chip was used
in our measurements. These cantilevers were calibrated by analysis of
their thermally induced fluctuation to determine their spring constant
(Hutter and Bechhoefer, 1993). The experimentally determined spring
constants were consistent with the nominal value of 10 mN/m given by
the manufacturer.
Measurements of unitary LFA-1/ICAM-1 unbinding forces were ob-
tained under conditions that minimized contact between the 3A9 cell and
the sample. An adhesion frequency of 30% in the force measurements
ensured that there is a 85% probability that the adhesion event is
mediated by a single LFA-1/ICAM-1 complex (Tees et al., 2001a). We
were able to acquire measurements at loading rates (rf) between 20 and
50,000 pN/s. This was achieved by varying the retraction rate of the
cantilever (v) from 0.1 to 15 m/s, and as a result of variations in the local
compliance of the cell that allowed for the effective spring constant of the
cell-cantilever combination (ks) to have a range of values between 0.1 and
5 mN/m (i.e., rf  ks  v). As shown in trace 2 of Fig. 3, both the system
FIGURE 1 Schematic representation of our experimental system. (A) A
T-cell attached to the end of an AFM cantilever is used to study its
interaction with immobilized ICAM-1. A similar experimental design was
used to measure the adhesive interactions between a T cell and ICAM-1
expressed on the surface of another cell. (B) Micrograph of a 3A9 cell
attached to the end of an AFM cantilever. The bar is 20m.
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spring constant, ks, and the unbinding force of the LFA-1/ICAM-1 com-
plex, fu, were simultaneously acquired in one measurement.
At fast cantilever retraction speeds (1m/s), the hydrodynamic drag
on the cantilever resulted in smaller forces recorded than were actually
applied to rupture the LFA-1/ICAM-1 complex (Evans et al., 2001). To
correct for the hydrodynamic force exerted on the cantilever, we deter-
mined the damping coefficient of the cantilever  (2 pN-s/m) in the
culture medium. The unbinding force plotted in Figs. 3–6 is the sum of the
measured force and the hydrodynamic force. All AFM force measurements
were carried out at 25°C with fresh culture medium supplemented with 10
mM HEPES buffer.
RESULTS
Adhesion of 3A9 cells to immobilized ICAM-1
measured by AFM
The AFM was used to measure the adhesive interaction
between cells expressing LFA-1 and immobilized
ICAM-1 (iICAM-1). The cell adhesion measurements
were carried out with an LFA-1 expressing murine T-cell
hybridoma (i.e., 3A9) coupled to the AFM cantilever and
a soluble form of ICAM-1 that was adsorbed to the
surface of a tissue culture dish (see Fig. 1). The 3A9 cell
was lowered onto the dish to initiate the binding of
LFA-1 to ICAM-1. Following surface contact, the inter-
action between the cell and the ICAM-1-coated surface
was regulated by the applied force of the cantilever that
pressed the cell against the the dish. After a specified
contact duration, the 3A9 cell was withdrawn from the
dish surface at a predetermined separation rate while the
force versus piezo displacement trace of the detachment
process was recorded. Fig. 2 A presents a series of AFM
force versus distance traces acquired between 3A9 cells
and iICAM-1 under different experimental conditions. In
these measurements, the LFA-1/ICAM-1 interactions
were detected by the downward deflections of the canti-
lever during cantilever retraction. A typical measurement
involved the formation of multiple LFA-1/ICAM-1 com-
FIGURE 2 AFM force measurements of cell adhesion. (A) A series of AFM force-displacement traces between a 3A9 cell and iICAM-1 acquired under
different conditions. For traces 2 and 3, the cell was treated with 5 mMMgCl2 and 1 mM EGTA. Trace 3 was acquired in the presence of 50 g/ml FD441.8
(anti-LFA-1 mAb) and 50 g/ml BE29G1 (anti-ICAM-1 mAb). All traces were acquired with the same cell in the order listed. The shaded area in trace
1 corresponds to the work done to detach the cell from the ICAM-1 coated surface. fde is the detachment force supported by the adhesive bonds formed
between the cell and the substrate. The arrows in trace 2 point to positions in the trace where an LFA-1/ICAM-1 complex ruptured. All measurements were
acquired using a cantilever retaction speed of 2 m/s, a contact duration of 5s, and a compression force of 300 pN. (B) Detachment force and detachment
energy of cell-substrate interaction under different conditions. The bar graphs summarize the results from six separate sets of measurements, with each series
of measurements repeated once with a different cell. In the first set, force measurements were acquired measurements (10/cell) from the resting cells.
The same cells were stimulated with Mg2/EGTA to activate LFA-1, and a set of 10 measurements were collected. Subsequently, the same cells were
treated with the inhibitory antibodies to demonstrate that the interaction between high-affinity LFA-1 and ICAM-1 can be blocked. To determine the effects
of inhibitory antibodies, control polyclonal rat IgG antibodies and EDTA on the adhesion of resting cells to iICAM-1, a set of 10 force measurements
were acquired from the resting cells in the absence of the test reagents to determine whether the resting cells adhered to ICAM-1 at the same baseline level.
One of the test reagents (i.e., inhibitory antibodies, control polyclonal rat IgG antibodies, and EDTA) was subsequently added and a set of 10
measurements were recorded to determine the effects of the reagents on cell adhesion. To determine the effects of the inhibitory antibodies and polyclonal
rat IgG antibodies on the adhesive properties of Mg2-activated cells, force measurements were first acquired from the resting cells. The cells were then
stimulated with Mg2/EGTA. Subsequent measurements were made to confirm that the cells were activated before the addition of the inhibitory antibodies
or polyclonal rat IgG. The substrate was coated with ICAM-1 except in one experiment, where bovine serum albumin (BSA) was used as a negative control.
The concentrations of MgCl2 and antibodies used in this set of measurements are the same as in (A). The error bars are the standard deviation from a set
of 20 measurements from two cells.
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plexes that did not necessarily rupture simultaneously
during surface separation. The “sawtooth” profile ob-
served in the AFM traces suggests that these complexes
often ruptured sequentially before final separation, with
each sharp transition in the retraction trace interpreted as
a breakage of one or more LFA-1/ICAM-1 complexes
(Fig. 2 A).
The mechanical work (i.e., detachment energy) and the
force required to detach the cell are quantitative measures of
cell adhesion. An estimate of the detachment energy was
derived from integrating the adhesive force over the dis-
placement of the cantilever. In terms of both detachment
energy and detachment force, 3A9 cells, stimulated with 5
mM MgCl2 and 1 mM EGTA, adhered more tightly to
ICAM-1 than resting cells (Fig. 2 B). These results are
consistent with results reported by others using conven-
tional cell adhesion assays (Ganpule et al., 1997; Stewart
and Hogg, 1996). Our measurements also revealed that cell
adhesion was inhibited by FD411.8 and BE29G1, monoclo-
nal antibodies against LFA-1 and ICAM-1, respectively,
and by 5 mM EDTA, but not by polyclonal rat IgG anti-
bodies (Fig. 2 B). The adhesion of 3A9 cells to immobilized
bovine albumin was negligible. Together, these results
demonstrate that measured adhesion is mediated by the
specific interaction between LFA-1 and ICAM-1. It
should be noted that detachment energy measured here is
the work done to rupture the LFA-1/ICAM-1 complexes
and to stretch the cell during cell separation. Hence, an
increase in detachment energy may reflect changes in
bond strength, bond number, and/or cell compliance. A
goal of the current study is to determine the effects of cell
activation on the bond strength of the LFA-1/ICAM-1
complex.
Single molecule measurements of the forced
unbinding of the LFA-1/ICAM-1 complex
To assess the bond strength of the individual LFA-1/
ICAM-1 complex, contact between the 3A9 cell and
iICAM-1 was minimized by reducing both contact duration
(50 ms) and compression force. Examples of measure-
ments acquired under these conditions are given in Fig. 3 A.
In contrast to the measurements presented in Fig. 2 A, these
measurements frequently revealed no adhesion. When ad-
hesion did take place, the AFM force-displacement trace
revealed a linear increase in force, followed by a single
sharp transition that signaled the breakage of a single LFA-
1/ICAM-1 complex. The observed linear force profile in the
majority of measurements is consistent with force measure-
ments acquired in other cell systems (Benoit et al., 2000),
but differed from the nonlinear response observed in the
extension of molecular springs and unfolding of proteins
such as titin (Oberhauser et al., 1998; Rief et al., 1997a, b).
The unbinding force of the individual LFA-1/ICAM-1 com-
plex was derived from the magnitude of the force transition
with corrections for hydrodynamic drag. Fig. 3 B summa-
rizes the force distribution for unbinding of the LFA-1/
ICAM-1 complex at two different loading rates. In general,
the force distribution is shifted toward higher values with
increasing loading rates, an observation that is consistent
with the dynamic response of other ligand-receptor systems
(Evans et al., 2001; Merkel et al., 1999; Tees et al., 2001a).
Due to the high sensitivity of AFM measurements, it is
conceivable that not all of the measurements stemmed from
the LFA-1/ICAM-1 interaction. Without a defining signa-
ture or an independent method for identifying the protein of
interest, it is not possible to know definitively the origin of
FIGURE 3 (A) Force-displacement (retract) traces between 3A9 and iICAM-1 under conditions of minimal contact. Two of the six traces (2nd and 5th)
revealed adhesion. fu is the unbinding force of the LFA-1/ICAM-1 bond. ks is the system spring constant and was derived from the slope of the
force-displacement trace. The cantilever retraction rate of the measurements was 2 m/s. (B) Force distributions of the interaction between a
Mg2-activated 3A9 cell and iICAM-1 acquired at loading rates of 800 pN/s (upper histogram) and 2500 pN/s (lower histogram). The fitted curves were
obtained using Eq. 1 and the Bell model parameters listed in Table 1. (C) Relative frequency of adhesion between 3A9 cells and iICAM-1 under different
conditions with minimal contact.
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a given force measurement. In cases like these, the speci-
ficity of the molecular interaction is confirmed by examin-
ing the frequency of adhesion in test and control experi-
ments (Evans et al., 2001; Tees et al., 2001a). Under
identical experimental conditions, we noted that the fre-
quency of cell adhesion to iICAM-1 is higher when the cells
were stimulated with Mg2/EGTA, reflecting changes to-
ward a higher affinity state of LFA-1 (Fig. 3 C). In contrast,
the addition of monoclonal antibodies against either LFA-1
or ICAM-1 significantly lowered the frequency of adhesion
of both resting and activated cells, while the addition of
polyclonal rat IgG did not change the frequency of adhe-
sion. Moreover, both resting and stimulated 3A9 cells ex-
hibited lower frequency of adhesion to immobilized bovine
albumin than to iICAM-1. These experiments demonstrate
that the adhesion between the 3A9 cell and iICAM-1 can be
attributed to the interaction between LFA-1 and ICAM-1 in
a vast majority of the force measurements.
Dynamic strength of individual
LFA-1/ICAM-1 complexes
As shown in Fig. 4, the average unbinding force of the
LFA-1/ICAM-1 complex increases over three orders of
magnitude change in loading rate. Moreover, two loading
regimes in the LFA-1/ICAM-1 interactions were evident in
the force spectrum (plot of unbinding force versus loading
rate). There was a gradual increase in unbinding force with
increasing loading rate up to 10,000 pN/s. Beyond this
point, there was a second loading regime that exhibited a
faster increase in unbinding force. Induction of high-affinity
LFA-1 by Mg2/EGTA resulted in higher LFA-1/ICAM-1
unbinding forces that were pronounced in the slow loading
regime (Fig. 4 A). Interestingly, there was no significant
difference in dynamic response of the low and high-affinity
complexes in the fast loading regime (i.e., loading rates
10,000 pN/s). The dynamic response of the LFA-1/
ICAM-1 complex in the fast-loading regime appears to be
divalent cation-dependent, as the unbinding force acquired
in this region of the spectra was suppressed by the addition
of 5 mM EDTA (Fig. 4 B). The high-affinity state of LFA-1
was also induced by the addition of 1 mM Mn2, but not by
5 mM Ca2 (data not shown).
Force measurements were also carried out between 3A9
cells and FT16.11, a fibroblast cell line that expressed the
wild-type membrane bound form of ICAM-1. To demon-
strate that it is possible to detect a single LFA-1/ICAM-1
interaction in this system, we confirmed that the 3A9 cells
adhered to the FT16.I1 at a higher frequency than to the
ICAM-1 negative fibroblast cell line, FT16.6C5. Moreover,
as shown in Fig. 5 A, the measured nonspecific forces
between 3A9 and FT16.6C5 were smaller than the LFA-1/
ICAM-1 unbinding forces acquired from the interaction
between 3A9 and FT16.I1. Because FT16.6C5 and FT16.I1
differed only in their expression of ICAM-1, we attribute
the difference in adhesive properties between these two cell
lines to the interaction of LFA-1 and ICAM-1. In general,
the measurements acquired between opposing 3A9 and
FT16.I1 cells were nearly identical to the measurements that
we obtained using iICAM-1 and 3A9. Elevated LFA-1/
ICAM-1 unbinding forces were observed in the cell-cell
measurements when the cells were treated with Mg2/
EGTA (Fig. 5 B). The overlaid force spectra of LFA-1/
ICAM-1 interaction acquired using resting 3A9 cells (Fig. 5
C) or Mg2/EGTA-activated cells (Fig. 5 D) and immobi-
lized or cell-bound ICAM-1 are given in Fig. 5.
In our AFM measurements it was assumed that the mea-
sured rupture force stemmed from the unbinding of the
LFA-1/ICAM-1 complex, although there are other linkages
that can break during the force measurement. For example,
it is conceivable that (1) ICAM-1 become unbound from the
surface of the petri dish or that (2) LFA-1 is extracted from
the cell membrane. We have carried out experiments to rule
out these two possibilities. To demonstrate that LFA-1
FIGURE 4 Measurements of individual LFA-1/ICAM-1 unbinding
forces between 3A9 cells and iICAM-1 as a function of loading rate. (A)
Measurements between iICAM-1 and resting 3A9 cells (open circles) or
Mg2/EGTA-activated cell (filled circles). The fitted curves were derived
from fitting Eq. 2 to the data. (B) Measurements between resting 3A9 cells
and ICAM-1 in the absence (circles) or presence (diamonds) of 5 mM
EDTA. The specificity of the LFA-1/ICAM-1 interaction in the presence of
EDTA was confirmed by antibody inhibition. Under identical experimental
conditions, the frequency of adhesion was reduced by 50% following
addition of mAb FD441.8 (50 g/ml) and mAb BE29G1 (50 g/ml). Each
of the force spectra were acquired using five cells with an average of 100
measurements/cell. The error bars are the standard error of the measure-
ments.
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remained anchored to the cell membrane, we acquired force
measurements from Mg2-stimulated 3A9 cells that were
fixed by a brief exposure to a 1% glutaraldehyde solution.
As shown in Fig. 6, the force spectrum of the high-affinity
LFA-1/ICAM-1 complex obtained using the fixed cells is
similar to the force spectrum obtained using live cells. Since
glutaraldehyde cross-linked LFA-1 with other membrane
proteins and with components of the cytoskeleton, this
result demonstrates that LFA-1 remained attached to the cell
during the force measurements. Similarly, it is unlikely that
the breakage occurred at the ICAM-1/substrate linkage. We
have acquired overlapping force spectra of the LFA-1/
ICAM-1 interaction with ICAM-1 bound to the petri dish
and ICAM-1 expressed on the surface of FT16.I1 cells (Fig.
5). If breakage were to occur at the ICAM-1/substrate
linkage, it is unlikely that the acquired force spectra would
overlap. It should be noted that our experiments directly
pointed to a breakage at LFA-1/ICAM-1 linkage. The force
measurements revealed that the strength of the measured
linkage was enhanced by Mg2 or Mn2, but not by Ca2.
It is well established that the LFA-1 is activated by Mg2
and Mn2, but not by Ca2 (Ganpule et al., 1997; Stewart
et al., 1996). Because it is unlikely that the LFA-1-cell
linkage or the ICAM-1-substrate linkage would exhibit such
divalent cation dependency, we conclude that the acquired
force measurements corresponded to the rupture force of the
LFA-1/ICAM-1 complex.
FIGURE 6 Measurements of the interactions between live 3A9 (circles)
or fixed 3A9 cells (triangles) and iICAM-1 in Mg2/EGTA. The force
spectrum of the untreated cell was derived from five cells and 500
measurements. The force spectrum of the glutaraldehyde-fixed cell was
derived from two cells and 200 measurements. The error bars are the
standard error of the measurements.
FIGURE 5 Measurements of individual LFA-1/ICAM-1 unbinding force between 3A9 cells and membrane bound ICAM-1. (A) Measurements between
untreated 3A9 cells and the ICAM-1 expressing cell line FT16.I1 (circles) or the ICAM-1 negative cell line FT16.6C5 (squares). (B) Measurements between
3A9 cells and FT16.I1 in the absence (open circles) and presence (filled circles) of Mg2/EGTA. (C) Superimposed measurements of interactions between
resting 3A9 cells and iICAM-1 (inverted triangles), and between resting 3A9 and FT16.I1 (triangles). (D) Superimposed measurements of interactions
between Mg2 -activated 3A9 cells and iICAM-1 (inverted triangles), and between activated 3A9 and FT16.I1 (triangles). Each of the force spectra was
acquired using five cells with an average of 100 measurements/cell. The error bars are the standard error of the measurements.
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DISCUSSION
Beyond the observation that the mechanical strength of the
high-affinity LFA-1/ICAM-1 complex is stronger than that
of the low-affinity complex, the force spectra of the LFA-
1/ICAM-1 interaction provided insight into the dissociation
pathway of the complex. Our analysis of the unbinding of
the LFA-1/ICAM-1 complex used the Bell model (Bell,
1978; Evans and Ritchie, 1997), which has been applied to
studies of other ligand-receptor systems (Chen and
Springer, 2001; Evans et al., 2001; Merkel et al., 1999). In
the context of this model, a pulling force f distorts the
energy landscape of the LFA-1/ICAM-1 complex, resulting
in a lowering of the activation barrier(s), and consequently
increases the dissociation rate constant k(f) as follows:
k(f)  k° exp[f/kBT], where k° is the dissociation rate
constant in the absence of the pulling force,  is the position
of the transition state, T is temperature, and kB is Boltz-
mann’s constant. Under the conditions of constant loading
rf, the probability density function for the unbinding of a
complex at force f is given by:
P	f
 k exp fkBTexpkkBTrf 1 exp fkBT. (1)
Moreover, it can be shown that the average unbinding force
of a complex, fu, increases with the rate of force applica-
tion (i.e., loading rate), rf, as follows:
fu
kBT

expkkBTrf  E1kkBTrf , (2)
where E1(z) is the exponential integral, E1	z

 1
 exp	zt
/tdt (Gergely et al., 2000; Tees et al.,
2001b).
Equation 2 describes the dynamic properties of a system
consisting of a single activation barrier. In cases where the
dissociation process involves multiple transition states, a
pulling force can suppress the outer activation barrier(s),
allowing one of the inner activation barriers to determine
the dissociation rate. In this situation, the model predicts
multiple regimes of loading, each characterized by the prop-
erties of the different activation barriers (Evans and Ritchie,
1997). Initial attempts at fitting the one transition state
model to the LFA-1/ICAM-1 force spectra revealed that our
measurements are inconsistent with this model. However,
our measurements are compatible with a model that in-
volves two activation energy barriers. The outer energy
barrier was characterized by measurements obtained at the
slow loading regime of 20 to 10,000 pN/s. At loading rates
10,000 pN/s the outer activation barrier was suppressed,
making the inner activation barrier assessable. Table 1 lists
the Bell model parameters, k° and , of the two energy
barriers that were derived from fitting Eq. 2 to the experi-
mental data using a nonlinear least-square analysis routine
in Mathematica (Wolfram Research, Inc., Champaign, IL).
The fitted curves are overlaid on the measurements pre-
sented in Fig. 4 A.
The force measurements provided a glimpse of the com-
plex process of ligand-receptor unbinding. As discussed,
our measurements revealed two activation barriers in the
dissociation of the LFA-1/ICAM-1 complex (Fig. 7). Each
of these activation barriers (i.e., TS1 and TS2) is character-
ized by two parameters: a dissociation rate constant, k i°, and
the position of the transition state, i, where i  1 refers to
the inner activation barrier and i  2 refers to the outer
activation barrier of the complex. Because the transition
over the outer barrier is the rate-limiting step in the disso-
ciation of the unstressed complex, k2° of the outer barrier
should be comparable to the dissociation rate constant mea-
sured by conventional methods. Indeed, k2° for the forced
dissociation of the low-affinity LFA-1 (1LFA-1)/ICAM-1
complex (4 s1) is in good agreement with the dissociation
rate constant of the low-affinity closed I-domain/ICAM-1
interaction (2.84 s1) measured by surface plasmon reso-
nance experiments (Shimaoka et al., 2001). k2° for the forced
dissociation of high-affinity LFA-1 (hLFA-1) and ICAM-1
TABLE 1 Bell model parameters of the
LFA-1/ICAM-1 interaction
LFA-1/ICAM-1 Pair Loading Rate (pN/s) k° (s1)  (A˚ )
ILFA-1/iICAM-1 20–10,000 4 1.5
10,000–50,000 57 0.18
hLFA-1/iICAM-1 20–10,000 0.17 2.1
10,000–50,000 40 0.24
ILFA-1/iICAM-1 w/EDTA 20–50,000 1.6 2.8
FIGURE 7 Intermolecular potentials of the murine LFA-1/ICAM-1 in-
teraction. The dissociation of ICAM-1 from both high-affinity LFA-1
(hLFA-1) and low-affinity LFA-1 (1LFA-1) involves two transition states,
TS1 and TS2. The inner activation barriers of the high and low-affinity
complexes are 9 kBT. Differences between the high and low-affinity
complexes (3 kBT) stemmed from the energetics of the outer barriers.
Estimates of the energies of transition states were obtained from the
dissociation rate constants tabulated in Table 1. The positions of TS1 and
TS2 were not drawn to scale.
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(0.17 s1) is significantly slower than k2° of the low-affinity
interaction, but slightly faster than the reported dissociation
rates of the high-affinity LFA-1/ICAM-1 interaction (0.1
s1) (Lupher et al., 2001; Tominaga et al., 1998).
The dissociation rate constants were used to estimate the
energy differences (G†) between transition state energies
of high- and low-affinity complexes (GH
† and GL
†):
G†  GH
†  GL
†   kBT ln(kH°/kL°), where kH° and kL°
are the dissociation rate constants of the high-and low-
affinity complexes, respectively. This analysis revealed that
the outer activation barrier of the high-affinity complex is
3.2 kBT higher than that of the low-affinity complex. More-
over, our analysis revealed that the G† of the inner
barrier is small (0.35 kBT), which implies that the differ-
ence in equilibrium dissociation constant between the high-
and low-affinity complexes stemmed from differences in
the energies of the outer barrier.
The dissociation rate constants obtained from the force
measurements can also be applied to estimate the transition
state energies (Fig. 7). The energy between the transition
states, TS1 and TS2, is given by G12  kBT ln(k2°/k1°).
G12 of the low-affinity and high-affinity complexes are 2.7
and 5.5 kBT, respectively. A lower limit for the activation
energy of the inner barrier GTS1 is the difference between
the G° and G12, where G°  kBT ln Kd. Taking the
Kd values from Lollo et al. (1993), the corresponding G°
for the low- and high-affinity interaction is 9.2 and 14.8
kBT, respectively. Hence, the lower limits for GTS1 of the
low-affinity and high-affinity complexes are 6.5 and 9.3
kBT, respectively. Based on the observation that k° of the
inner barrier is the same for high- and low-affinity com-
plexes, we can conclude that GTS1 of the low-affinity and
high-affinity complexes are equal, and hence 9.3 kBT.
Comparison of GTS1 and G12 further revealed that GTS1
is 77% of the outer rate-determining activation energy
barrier of the low-affinity complex, and at least 60% of the
outer barrier of the high-affinity complex. This is significant
because the position of the transition state of the inner
barrier is 0.2 A˚ from the bound state, and hence the inner
barrier is very steep when compared to the outer barrier,
which has its transition state 1.5–2 A˚ away.
At this time we cannot definitively assign structural ele-
ments to the two activation energy barriers. However, it is
reasonable to assume that the inner activation energy
stemmed from the ionic interaction between Glu-34 of
ICAM-1 and the chelated Mg2 of the L I domain. This
view is supported by our measurements, which revealed that
the presence of EDTA suppressed the unbinding force in the
fast-loading regime, a region of the force spectrum that
characterizes the inner activation energy of the complex. An
interpretation of this result is that the chelated Mg2 in the
L I domain is transferred to EDTA, and thus cancels the
ionic interaction between Glu-34 of ICAM-1 and MIDAS of
the L I domain. The observation that EDTA did not alter
the dynamic response of the complex in the slow-loading
regime suggests that Mg2 is not involved in the formation
of the outer activation barrier. We propose that changes in
the outer energy barrier that occurred following LFA-1
activation by Mg2 originate from the predicted displace-
ment of the 7 helix of the I domain (Leitinger and Hogg,
2000; Shimaoka et al., 2001). The resulting conformational
change may expose a cryptic binding site and/or align the
apposing molecular groups of LFA-1 and ICAM-1 for op-
timal interaction.
The consequences of the two activation energy barriers
on the dynamic properties of the LFA-1/ICAM-1 complex
are best illustrated in the kinetic profile of the complex (Fig.
8). The off-rate of the LFA-1/ICAM-1 complex in a two
barrier model is given by:
koff 1/k 11 exp f1/kBT	 k 21

 exp f2/kBT,
where indices in the subscript of the Bell model parameters
refer to the inner and outer barriers (Evans et al., 2001). As
shown in Fig. 8, the off-rate of the complex increases
exponentially with pulling force. In both high- and low-
affinity systems, there is initially a fast exponential raise in
off-rate with applied force, followed by a more gradual
exponential increase at forces 150 pN. In the high-force
regime, the dissociation kinetics of both high- and low-
affinity systems are nearly identical and are determined by
the steep inner activation barrier. As a result of this steep
inner barrier, the off-rate is less responsive to increases in
pulling force. This point is highlighted when comparing the
kinetic profiles of the LFA-1/ICAM-1 complex with and
without EDTA. As discussed, the presence of EDTA sup-
pressed the inner barrier of the complex, but left the outer
barrier unaffected. In the absence of an inner steep barrier,
the dissociation of the LFA-1/ICAM-1 complex is deter-
mined entirely by the outer activation energy barrier. Thus,
FIGURE 8 Kinetic profiles for rate of LFA-1 dissociation from ICAM-1
for high-affinity LFA-1, low-affinity LFA-1, and LFA-1 in the presence of
5 mM EDTA.
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as illustrated in Fig. 8, the off-rate of the complex in the
presence of EDTA is a simple exponential function of the
pulling force. The major difference in the kinetic response
of the LFA-1/ICAM-1 complex with and without EDTA
occurred at high forces (i.e., 150 pN), where the off-rate
of the complex with EDTA present is significantly faster
than the off-rate of the complex in the absence of EDTA.
In summary, we propose that the dissociation of the
LFA-1/ICAM-1 complex involves overcoming two activa-
tion barriers. The inner steep barrier allows the complex to
resist large pulling forces and is attributed to the ionic
interaction between Glu-34 of ICAM-1 and the I domain of
LFA-1. Apparently, Mg2 remains bound to the MIDAS of
the I domain even in the low-affinity form of LFA-1, as the
activation energy of the inner barrier is the same for both
low- and high-affinity forms of LFA-1 (Lu et al., 2001). The
affinity state of the LFA-1/ICAM-1 interaction is deter-
mined by the height of the outer activation energy barrier,
which also determines the dissociation kinetics of the com-
plex in the low-force regime.
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